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Reply to Notice of Non-Ck)mp}lant Amendment dated December 16. 2008 

Amendments to the Claims 

1. (Cancelled) 

2. (Cancelled) 

3. (Currently amended) A method for assessing d ia gnos i ng the genetic rish 
for hypertension in a human male subject , the method comprising the following 
steps (i) to (iii): 

(i) analyzing the two or mor e polymorphisms s e l e ct e d from tho group 
consisting of th e fo ll owing (1) to (3)( 4> in a nucleic acid sample from the huma n 
mate subject, the polymorphisms comprising : 

(1) a polymorphism at the base number position 1648 of the glycoprotein 
la gene; 

(2) a polymorphism at the base number position 190 of the chemokine 
receptor 2 gene; and 

(3) a polymorphism at the base number position 1 100 of the aplipoprotein 
C-lll gene; and 

(A) a polymorph i sm at th e ba s e numb e r pos i t i on 825 of G prot e in P3 
subun i t gono. 

(ii) determining, based on the information about polymorphism which w;as 
obtained in the step (i), the genotype in the nucleic acid sample from the human 
male subject : and 

(iii) assessing, based on the genot^e detemnined. a genetic risk for 
hypertension in the human male subject . 

4. - 8. (Cancelled) 

9. (Currently Amended) A method for assessing the genetic risk for 
hypertension in a human male subject, the method comprising the following 
steps (i) to (iii): 
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(1) analyzing the polymorphisms (1) to (3) in a nucleic acid sample from 
the human male subject, the polymorphisms comprising: 

(1) a polymorphism at the base number position 1648 of the glycoprotein 
la (Gpla) gene, wherein the polymorphism is Gpla A1648G : 

(2) a polymorphism at the base number position 190 of the chemokine 
receptor 2 (CCR2) gene, wherein the polymorphism is CCR2 G190A; and 

(3) a polymorphism at the base number position 1100 of the aplipoprote^in 
C-lll (apo GUI) gene, wherein the polymorphism is apoCIII C1100T; and 

(ii) determining, based on the infonmation about polymorphism which was 
obtained In the step (i), the genotype in the nucleic acid sample from the human 
male subject; and 

(iii) assessing, based on the genotype determined det e rmin e, a genetic 
risk for hypertension in the human male subject. 
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